
Table S4 The primers used for the qRT-PCR of the candidate gene identified in Wp-072/Wp-119 RIL population 

Candidate gene Forward sequence (3’-5’) Reverse sequence (3’-5’) 

TraesCS1D01G018200 CCACGGAGATCCTCTTCCTC GGCTCCTGGCAAACATACTG 

TraesCS1D01G216500 AGAGATGCCACTCCTTGTCC TGGAAGAGATCCGAGGAGGA 

TraesCS1D01G336900 TGTCCATCCTGCACTCCAAC GTCAGAACCTGGAGGGAGTC 

TraesCS2A01G220500 TTGGTGCAATCCGTGGTATG TCTCCTTCTCCTCCTTCCCT 

TraesCS2D01G344600 TCTCGACCTCTCCAAGAACG GAGCTTGAGGGAGTTGAGGT 

TraesCS2D01G548900 AAGGCCGCCTAGAGTTTCTT CCTCTCAGCCACATCAAAGC 

TraesCS3A01G101400 GAACCCAAGAAGGCGAGAAC CTTGCCGAGTAAACTTGCGA 

TraesCS1D01G018200 CCACGGAGATCCTCTTCCTC GGCTCCTGGCAAACATACTG 

TraesCS1D01G216500 AGAGATGCCACTCCTTGTCC TGGAAGAGATCCGAGGAGGA 

 


